Fingering the Correct Culprit: NonRANdom Target Selection for Therapy of Neuroblastoma.
Despite major advances in the genomics of neuroblastoma, high-risk patients still have considerable morbidity and mortality even with aggressive chemotherapy. In a recent article published in Cancer Cell, Schnepp et al. used an integrated genomic approach to identify the Ras-related nuclear protein (RAN) pathway as being integral in neuroblastoma pathogenesis and provided compelling validation for a role of the LIN28B-RAN-Aurora Kinase A (AURKA) pathway in neuroblastoma. This opens the door to less-toxic and more-effective therapy for high-risk neuroblastoma in the near future.